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INTRODUCTION OBJECTIVES

* To understand the dynamics of RVFV transmission in a nomadic pastoral
system during inter-epidemic period.

* To determine the distribution, diversity, and feeding preference of RVF
vectors within the nomadic movement routes in north-eastern Kenya

Rift Valley fever virus RVF (family Bunyaviridae, Genus Phlebovirus) is a
mosquito-borne viral zoonosis of humans and livestock first isolated from
livestock in 1930s in Kenya. It has since been associated with increasing
frequency of outbreaks in domestic ruminants and humans every five to
ten years with devastating impacts on public health and the fragile

economy. However, the fate of the virus between epidemics has remained RESULTS
shrouded in mystery. We used the "one health” approach to investigate Fig. 2: RVFV vector distribution
virus activity in parts of Garissa County (a major hotspot of RVF) while
also determining the associated vector distribution and densities. <
R * Ae. mcintoshiis more
IRV T EN prevalent in semi-arid
L_g_ north.
DATA COLLECTION i?ia—ﬂun Loma * Ae. ochraceousis
T S N prevalent towards the

* The activities of this study were conducted between 2012 and 2014 in north-
eastern Kenya.
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Vector sampling Fig. 1: RVF seroprevalence among livestock
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« This study presents integrated data from vectors, livestock, and human studies REFERENCES
as a means of understanding Rift Valley fever virus transmission pathways and Arum S.0. et al., Parasit. Vectors. 2015 28; 8: 294.
risks in north-eastern Kenya. Owange et al.,: Preventive Veterinary Medicine 08/2014; 117(1).

« The data provides vital information that can be used to inform mitigation plans for
preventing and controlling RVF outbreaks.
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