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INTRODUCTION OBJECTIVES

We have developed cost-effective high resolution melting (HRM)

analysis approaches for identifying diverse bloodmeal host DNA  Validate and standardise HRM for bushmeat surveillance.
sequences in blood-fed mosquitoes (Omondi et al. 2015), * Build capacity and transfer technology to KWS and TANAPA to
arthropod-borne viruses (arboviruses) (Villinger et al. in review), enhance surveillance of national and transboundary bushmeat
and tick-borne pathogens (Mwamuye et al. in review; Omondi et al. trafficking, and wildlife poaching.

in review) from a variety of sample types. We are adapting this * |nvestigate vertebrate host feeding patterns of arthropod
approach to identify vertebrate DNA sequence of suspect illegal disease vectors for evaluating disease risks of wildlife
wildlife products to accelerate generation of legally admissible translocations.

forensic sequencing evidence for prosecuting wildlife trade » |dentify potential zoonotic disease transmission risks from
offenders. To better understand the impact of bushmeat trade and handling or consuming bushmeat.

wildlife translocations on zoonotic disease transmission, we will also
monitor meat samples for infectious disease agents and for changes
in vector blood-feeding patterns, before and after wildlife
translocations.
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samples. HRM of forensic molecular barcode genes (COIl) can expand the

diversity of species that we can identify. HRM typing of
cytochrome oxidase b (cytb) and 16S rRNA gene products has

IMPACT been used to identify the different wildlife species (Omondi et
al. 2015).
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