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INTRODUCTION OBJECTIVES
Urban centres in East Africa have witnessed increasing zoonotic To investigate, for the first time, the distribution of dengue virus,
disease outbreaks In recent decades (1). Among these are a series ot yellow fever virus and simian malaria parasite in free-ranging non-
endemic zoonotlc_: infections, some of which originate from monkeys (1) human primates (NHPs) and zoophilic mosquitoes within densely
and are mosquito-borne (2,3). Endemic foci of zoonotic pathogens, populated urban centres in Mombasa and Kisumu, Kenya, East
including dengue virus, yellow fever virus and simian malaria parasites, Africa.

usually refer to rural villages. However, the focal distribution of
pathogens may also occur in urban areas with suitable conditions and
habitats for animal hosts, vectors, pathogen transmission and
susceptible human populations. It is thus important to understand the
role of potential vectors and animal reservoirs constituting the so-called RESULTS
'zoonotic disease ecology’ in densely populated urban centres such as

Kisumu and Mombasa, in Kenya, East Africa. Sampled NHPs
 Chlorocebus aethiops (African green monkeys) (120) and 10 Papio anubis

(baboons) were sampled in Mombasa (N=51), Kisumu (N=53) and Naivasha
(N=26).

M ETH ODS  Mosquitoes (5617) were collected from within the monkey home ranges,
identified and processed into 1517 pools of up to 25 mosquitoes/pool.
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importance. With the presence of zoophilic mosquitoes, NHP hosts Fig. 3. Mosquito blood meal - "
and exposed human population, there is potential risk of zoonotic g?oec%e:f];;'?r? dli?:gtz-dHtEal\u/tl (2). Flg 4. Phylogenetlc relationships
pathogen transmission to humans. ooohilic mosautoes. Aedes between the 18SS rRNA sequences
P 9 ’ obtained in the study and those of

aegypti, Culex pipiens and Culex
zombaensis feed on humans,
birds, goats as well as urban

known Plasmodium species
(represented by their accession

» Although P. falciparum and P. berghei are thought to be human and
rodent-specific malaria parasites, respectively, NHPs may also be REFERENCES
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